f^lcasc cancel claims 1-13 and If^-lS and add claims 19-39. A complete listing of the 
clanns in a revised format now pennitted b\' the L.'SPTO (tv\ision to 37 CVR 1.121) is set forth 
below. 

1. (Cancelled) 

2. (Cancelled) 

3. (Cancelled) 

4. (Cancelled) 

5. (Cancelled) 

6. (Cancelled) 

7. (Cancelled) 
S. (Cancelled) 

9. (Cancelled) 

10. (Cancelled) 

11. (Cancelled) 

12. (Cancelled) 

13. (Cancelled) 

14. (Currently amended) A method for identifying compounds which inhibit, stimulate, or 
bind to ADAMTS-E comprising: 

(a) contacting a candidate compound with cells expressing an ADAMTS-E 
polypeptide of claim J_9 5, or with cell membranes from cells expressing said ADAMTS- 
E polypeptide, or the media conditioned by cells expressing said polypeptide, or a 
purified composition of said polypeptide: and 

(b) determining inhibition or stimulation of an ADAM'I S-l: acti\ it\. or binding of 
said candidate comfxnind to said poKpeptide. 

15. (Cancelled) 
1(). (C^incelled) 
1 7, (Cancelled) 




18. (Cancelled) 

19. (New) A puritlcd poKpcptidc ha\ing an amino acid sequence comprising an 
amino acid sequence ha\ing al least 90" o identiu to tiie amino acid sequence of the 
metalloprotcinase domain oi SHQ) ID NO: 2. 

20. (New) The polypeptide of claim 19 having an amino acid sequence comprising an 
amino acid sequence having at least 95% identity to the amino acid sequence of the 
mctalloprotemase domain of SEQ ID NO: 2. 

21. (New) The polypeptide of claim 19 having an amino acid sequence comprising an 
amino acid scquenee having ai ieasi 97yo identity to the amino acid sequence of the 
mctalloprotemase domain of SEQ ID NO: 2. 

22. (New) The polypeptide of claim 19 having an amino acid sequence comprising an 
amino acid sequence having at least 99% identity to the amino acid sequence of the 
metalloprotcinase domain of SEQ ID NO; 2. 

23. (New) The polypeptide of claim 19 having an amino acid sequence comprising an 
amino acid sequence of the metalloprotcinase domain of SEQ ID NO: 2. 

24. (New) The polypeptide of claim 19 comprising the amino acid sequence of SEQ 
ID NO: 2. 

2>. (New) The pol>-peplide o\' claim 19 ha\ing an annuo acicl sequence further 

comprismg an annuo acid sequence ha\ ing at least 9(V\) identity to the amino acid sequence of 
the disintegrin domain of SF:0 ID NO 2. 



26. (New) The pol>pcplidc of claim \9 having an amino acid sequence furlher 
compnsmg an amino acid sequence having at least 95%, identity to the amino acid sequence of 
the disintegrin domain of SEZQ ID NO: 2. 

27. (New) The pol>pcptidc of claim 19 having an amino acid sequence further 
comprising an amino acid sequence having at least 97% identity lo the ammo acid sequence of 
the disintegrin domain of SEQ ID NO: 2. 

28. (New) The polypeptide of claim 19 having an amino acid sequence further 
comprising an amino acid sequence having at least 99% identity to the amino acid sequence of 
the dismtcgrni doiuani uf SEQ ID NO: 2. 

29. (New) The polypeptide of claim 19 having an amino acid sequence further 
comprising an amino acid sequence of the disintegrin domain of SEQ ID NO* 2. 

30. (New) The polypeptide of claim having an amino acid sequence further 
comprising an amino acid sequence having at least 90% identity to the amino acid sequence of 
the prodomain of SEQ ID NO 2. 

31. (New) The pol>peptide of claim 19 having an amino acid sequence further 
comprising an amino acid sequence having at least 95% identity to the amino acid sequence of 
the prodomain of SEQ ID NO: 2, 

32. (New ) I he polxpeptide of chum 19 ha\ ing an ammo acid sequence further 
comprising an ammo acid sequence ha\ing at least ^:'7"o identity to the amino acid sequence of 
the prodomain of SEQ ID NO: 2. 
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33. (New ) I lie polypeptide of claim 19 ha\ ing an amino acid sequence furlher 
comprising an amino acid sequence ha\ ing at least u identity to the amino acid sequence of 
the prodomain of SHQ ID \0: 2. 

34. (New ) The polypeptide of claim 1 having an amino acid sequence further 
comprising an amino acid sequence of the prodomain of SEQ ID NO: 2. 

35. (New) The polypeptide of claim 1*> having an amino acid sequence further 
comprising an amino acid sequence having at least 90% identity to the amino acid sequence of 
the thrombospondin domain of SEQ ID NO 2. 

36. (New) The polypeptide of claim 1*' having an amino acid sequence further 
comprising an amino acid sequence having at least 95% identity to the amino acid sequence of 
the thrombospondin domain of SEQ ID NO: 2. 

37. (New) The polypeptide of claim 19 having an amino acid sequence further 
comprising an amino acid sequence having at least ^*7% identity to the amino acid sequence of 
the thrombospondin domain of SEQ ID NO: 2. 

38. (New) The polypeptide of claim 19 having an amino acid sequence further 
comprising an amino acid sequence having at least '>9% identity to the amino acid sequence of 
the thrombospondin domain of SEQ ID NO: 2. 

39. (New ) I he polvpeptide of^ claim 19 ha\ ing an ammo acid sequence furlher 
comprising an amino acid sequence of the thrombospondin domain oi'SEQ ID NO: 2. 



